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SEPE - TR
2007 4F KRR AR AR LR S T
2007 4F FUNREFERFGEA R Bh#
2019 4F [ GHAT
2020 4 HERRA R SER AR R 2 sl R e
2024 4 REAR MBI S v 2 — 2%

& iz (R
B A HASTAENTS, BRI S, HASAAL YT w74 7 254
g5 Mok RRAA I 7 R, FEEYH. NAFA ALV TFT 4 7R

TheErE (FHEHO
PIC ic B8 %X
Honda, M., Kimura, R., Harada, A., Machara, K., Tanaka, K., Ohkawa, Y., OKi, S. Photo-isolation
chemistry for high-resolution and deep spatial transcriptome with mouse tissue sections. STAR Protoc.
3(2), 101346, 2022.
Honda, M., OKi, S., Kimura, R., Harada, A., Maehara, K., Tanaka, K., Meno, C., Ohkawa, Y. High-depth
spatial transcriptome analysis by photo-isolation chemistry. Nat Commun. 12(1), 4416, 2021.

ChIP-Atlas <B4 35/

Zou, Z., Ohta, T., OKi, S. ChIP-Atlas 3.0: a data-mining suite to explore chromosome architecture together
with large-scale regulome data. Nucleic Acids Res. gkae358, 2024.

Zou, Z., Ohta, T., Miura, F., OKi, S. ChIP-Atlas 2021 update: a data-mining suite for exploring epigenomic
landscapes by fully integrating ChIP-seq, ATAC-seq and Bisulfite-seq data. Vucleic Acids Res. 5S0(W1),
W175-W182, 2022.
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LRI I L R HIIE 2 4 70 ORI X . 205 IFZEMIANICEIR LB T N 5,
Z DM # A T OWE LB FRIICE o THUESI NS 720, Zifilds 27 L ORI 1T AE
TEME DT T BT IETH 5, ZEIA T 7 RFEHTHATIZ RNA 2 & v o3 7 B OMEFERY 72534
BB E MO THRT T 2 720 ol cd b | W4, AR F L o FikaBHF & urg L
INTW 5, AHEESORPER [HAMRRE ] <t EERME L ClR Sz PICE (RIEH) &
seqlS 15 (KIH) DOBHFFEVEIEL . % OO & DHIIC O WTHNT 5, HHo
[FHEGRE | ClE, BEROZDD M) v vea Y E2REPENT 5130, 2—HFICX 38
B b =0 B BEE L T2 <

AFECIE, Ba BT L 726 HBE L (Photo-Isolation Chemistry, PIC) ICDWTHANT %, &
NIFRFTEED + 7 v 227 ) 7 b — LFHRZ SN X o TR O ICHhiiTtE 2
Bifich s, z2OFIHE LT, MU ZHERm L, 20 $MERIGE B IR H, Rich
JEgetn 7 R OGE (ROD Z AL L, ROLIC UV 2852, 20D bHRYIF D7 4 &
— FZEYLL T RNA-seq 2179 &, UV B X7z ROI 721 OEn 7 RBRER % 2,
Z DJFFORAIL, WG MIGEICE T B cDNA DL MEE % UV IS 2L & &, #EiE
FIG%ATREIC S 5 2 & TH %, PIC 1X ROl OIEHR L 2 CE vz, 2Bl N—a— F &[]
WZZER N T v A7 ) T — AEARIC e TR 125 5. LA L UV HESNIC X o T ROI
BERT DD, 7170V LVOHEEET ROI Z#Rl T 2, X Ik E CH—Hlius
5#7 8,000 FEfED OEL T2 TE 2720, MHEEEICELZHETE WL 5,

AFECIIX T IF 24 I 7 AENEC oW THEI L -0 b, Tk PR L 72 PIC DR
Bt L OHBICOWTIRR 2, X 5ic 2 TICEHHE { i L 7= SLRIFZE o E it
ZHRN L. BoNHA R EiconTlEid 5,

BEXE (AF7FKHP 226X va—FT&ZXF, https://oki-lab.jp/resource/)

Honda, M., et al., Photo-isolation chemistry for high-resolution and deep spatial transcriptome with mouse
tissue sections. STAR Protoc. 3(2), 101346, 2022.

Honda, M., et al., High-depth spatial transcriptome analysis by photo-isolation chemistry. Nat Commun.
12(1), 4416, 2021.

AT, ' EHR. Photo-Isolation Chemistry : JEHURC X 2 @G D@7 b 7 v X 7
U 7 b — LB REREEF. 39(14), 2021.



iisAE 2. seqlS: MMIKREZ SEEETIRA % ERBRREM
TR ERBHIELHIRI + 72220 7 F 37 A58 B
ELA S

2010 4F TR AT WAEMEMENT > AT L EmENAR &T
2011 4F SRR A mbsRent It cig v 2 —  WH3E8
2013 4E v 7w REEEEN ST FREA

2018 4F HHRERFARTAR RHEBEK
2020 4F FUMNKAFEARIHER AR SERT - FrEEhEK
2021 4 FUNRAAERGEHE AT B

e fir it (v 27 L EGERE)

MR ¥ A HRTEY=iT4 s 2ike. BASTEW S

International Cell Senescence Association (ICSA)

-

LRIV e, ZEmA 7 2

FhaEHE (FEHRO
MifEZ L icBE 3 % 3R
Tomimatsu K, Bihary D, Olan I, Parry AJ, Schoenfelder S, Chan ASL, Slater G StC, Ito Y, Rugg-Gunn PJ,
Kirschner K, Bermejo-Rodriguez C, Seko T, Kugoh H, Shiraishi K, Sayama K, Kimura H, Fraser P,

Narita M, Samarajiwa SA, Narita M. Locus-specific induction of gene expression from heterochromatin
loci during cellular senescence. Nature Aging 2:31-45, 2022.

224 2 7 R 38X
Tomimatsu K, Fujii T, Bise R, Hosoda K, Taniguchi Y, Ochiai H, Ohishi H, Ando K, Minami R, Tanaka K,
Tachibana T, Mori S, Harada A, Maehara K, Nagasaki M, Uchida S, Kimura H, Narita M, Ohkawa Y.
Precise immunofluorescence canceling for highly multiplexed imaging to capture specific cell states.
Nature Communications 15:3657, 2024.
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HHARRE X, SMNRERTIC X 5 o 7 FMBEOFERALE N L 202 ic kb b =6 3 h
%, INET 1 MIEE 3 7 AT oS I X b HiloREEELIZRFy T ay FF—
2 %l O 2 CHRHUBE 2 /5583 2 © L THEE S N C & 7=, 2 05T, Mgl o > 7' F i
2 HIRREZAL £ CREHRINICHRT 2 7 70 — FEIFEZINTE LT, REZBHUKE 7 — £
25 SIRREZAL D JFEHEE AR CH 2, Tz 132 ORERRZ HIE L. 1#IlL ~ v Cifi by
T FMBER L X Vo) 7 B OZERENT & Bn O 22 MR & FIREIC AT 5 22~ v F 4
17 ZROHEABRE R HED T B,

TR kL, LIRS © Y 7 P BES T O L 2 U, MIREREE % [FRf I
25 120FkE LCHFEIED LT 5, EFE, PURIC 1 AREHA Y o DNA TIERL. 2
NI 7R 1 ABEHEDEA Y 27 0 — 7 G 3™ 2 Fluorescent in situ hybridization (FISH)~ — &
DIFEDMEL S, IR E LS X 9 1T7 - 72(CODEX, Goltsev et al., 2018, Black et al., 2021),
ZDOFEIA ) T DNAKERIUKRD 71 7 T A% 4 v T & B & & 72tk ASA Y 2T 7
AV TERIMERIE X5 & & THEEROEZITI, LALAaHA4 Y T DNA X LIX LKA
Voo L IER RN BEIER T 2 720, AV = DNA fZ3TiARIL, fifeRmyUR ot R R
PEDEFUADEFICIR & LT\ 72, —J7 T 4i (Gutetal.,, 2018)*° CyclF (Lin et al., 2015) 7z &8
e L 72 PUAR QSO 2 I £ 72 I3PUAR B AR 2233 2 & Clifiife a3 2 TR I3iEMA L 72
U I FMBIES T OB AR FTREIC T 223, Y L 72§ Uik 2 DR RE T 2 720 D258
BECd b | MIGRE % T 3 5 7z 1+ e S B 215 2 Tkl o e tEnkbi s, Z D7
. HIRREE & > 7 F MEEE AL OFEM & T3~ 2 TR IERIZER T TR,

TALlE, YAV T 4 FREiGZN L THEOLEFHE 2R L 72 JUA (Precise Emission Canceling
Antibody: PECAb) % ¥ L 7z, PECAb (L, {GiltALs 7 & & v 7 E R R R L, 12
LD TR CHIFR D IRIE ZHER 2 2 L IC X VIR 206 X V7%t 3 @Sk
BIEWR LTz, i, B EhE T — 2 2O CEEIRRE 2 2 2 LT, v 7 FmEictt
) HIRIRREZAL &4 F 2 7 2p3n[f{b & 372 (Tomimatsu etal., 2024) . AEATIZZER 7 v 27
Y 7' b —LF Seq-smFISH EfAGDE S T L TeATFE— XA ZAREE +2 2 &8
RE I, SHREEMIEIREBIC BT 3 v 7 UniE & ORRBEGROMIHA T S N5, ATt
NS EEDHIRIC O VBTN L7210,

SE R

Lin JR, et al., Highly multiplexed imaging of single cells using a high-throughput cyclic
immunofluorescence method. Nature Commnnications, 8390, 2015.

Goltsev Y, et al., Deep profiling of mouse splenic architecture with CODEX multiplexed imaging. Cell,
174:968-981, 2018.

Gut G, et al.,, Multiplexed protein maps link subcellular organization to cellular states. Science,
361:eaar7042, 2018.

Black S, et al., CODEX multiplexed tissue imaging with DNA-conjugated antibodies. Nature Protocols,
16:3802-3835, 2021.

Tomimatsu K, et al., Precise immunofluorescence canceling for highly multiplexed imaging to capture
specific cell states. Nature Communications 15:3657, 2024.
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4) WS- TARA vy a v
= VAT =% (Fastq), B Fh Vv bT—=%, 77AX) V7 DEG YAkt
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CED XS ITIEDPEDZ DR EICONTT 4 Ay avTd,
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University of California, Rady Children’s Institute for Genomic Medicine
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Nakamura Y, Shimada IS, Maroofian R, Falabella M, Zaki M, Fujimoto M, Sato E, Takase H, Aoki S,
Miyauchi A, Koshimizu E, Miyatake S, Arioka Y, Honda M, Higashi T, Miya F, Okubo Y, Ogawa I,
Scardamaglia A, Miryounesi M,Alijanpour S, Ahmadabadi F, Herkenrath P, Dafsari H, Velmans C,
Balwi M, Vitobello A, Denommé-Pichon A, Jeanne M, Civit A, Abdel-Hamid M, Naderi H, Darvish
H, Bakhtiari S, Kruer M, Carroll C, Karimiani E, Khailany R, Abdulqadir T, Ozaslan M, Bauer P,
Zifarelli G, Seifi T, Zamani M, Alam C, Alvi J, Sultan T, Efthymiou S, Pope S, Haginoya K, Matsunaga
T, Osaka H, Matsumoto N, Ozaki N, Ohkawa Y, Oki S, Tsunoda T, Pitceathly R, Taketomi Y, Houlden
H, Murakami M, Kato Y, Saitoh S. Biallelic null variants in PNPLAS cause microcephaly through the
reduced abundance of basal radial glia. Brain in press.
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Ml % 2E4 4 31272 Y basal radial glia (bRG) & WEIZH 2 7E T 7 BEGEAE % o fii e 25 2
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International Cell Senescence Association (ICSA)
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FTaFEE (FHEFHN) HE OBRHFEE R O—i%30#

Abe et al., Sex-dependent regulation of vertebrate somatic growth and aging by germ cells. Science Adv.
2024 in press

Zou et al., Determining zebrafish dorsal organizer size by a negative feedback loop between canonical/non-
canonical Wnts and Tlr4/NF«xB”. Nature Commun. 2023; 14 (1): 7194

Haraoka et al., Zebrafish imaging reveals TP53 mutation switching oncogene-induced senescence from
suppressor to driver in primary tumorigenesis. Nature Commun. 2022; 13(1):1417.

Akieda et al., Cell competition corrects noisy Wnt morphogen gradients to achieve robust patterning in the
zebrafish embryo. Nature Commun. 2019; 10:4710

Ishitani et al., Nemo-like kinase suppresses Notch signalling by interfering with formation of the Notch
active transcriptional complex. Nature Cell Biol. 2010; 12:278-85
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